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CDK7/CycH/MAT1 
cyclin dependent kinase 7 
 
Recombinant Human Active Protein Kinase 
 
HGNC Symbol: CDK7 
 
Synonyms: CAK1; CDKN7; STK1 
 
Product No.: 0366-0360-4 
 
Lot: 005 
 
Description: Human CDK7, amino acids M1-F346 (as 
in NCBI/Protein entry NP_001790.1), N-terminal 
GST-HIS6 fusion protein with a Thrombin cleavage 
site, human CycH, amino acids M1-L323 (as in 
NCBI/Protein entry NP_001230.1), N-terminally fused 
to HIS6-Thrombin cleavage site and human MAT1, 
amino acids M1-S306 (as in NCBI/Protein entry 
NP_002422.1), N-terminally fused to HIS6-Thrombin 
cleavage site, coexpressed in Sf9 insect cells 
 
Product identity: CDK7/CycH/MAT1 Lot 002 was 
confirmed as CDK7/CycH/MAT1 by mass 
spectroscopy LC-ESI-MS/MS 
 
Theoretical MWGST-CDK7:  68,934 Da 
Theoretical MWCycH:  42,400 Da 
Theoretical MWMAT1: 40,579 Da 
 
Expression host: Sf9 insect cells 
 
Purification: GST-Affinity Chromatography 
 
Activation: This kinase was not activated by special 
procedures 
 
Storage buffer: 50 mM HEPES pH 7.5,  
100 mM NaCl, 5 mM DTT, 15 mM reduced 
glutathione, 20 % glycerol 
 
Storage temperature: -80°C 
For complete recovery, mix well and spin before use. Product must not be stored in diluted 
solutions, aliquots below 10µl are not advisable. Avoid repeated freeze-thaw cycles! 

 
Protein concentration: 0.255 µg/µl 
(Bradford method using BSA [Sigma, cat# A-7638, Lot 79H7641] 
as standard protein) 

 
Biochemical Parameters: 
Specific kinase activity (Pi transfer): 29 pmol/µg × min 
ATP-KM: 2 µM 

CDK7/CycH/MAT1 Lot005: 
Coomassie stain 
 

 
 
CDK7/CycH/MAT1 Lot005: 
Determination of Vmax and KM value for ATP 

• Assay conditions: 
60 mM HEPES-NaOH, pH 7.5 
3 mM MgCl2 
3 mM MnCl2 
3 µM Na-orthovanadate 
1.2 mM DTT 
50 µg/ml PEG20.000  
ATP (variable) 
Substrate: RBER-IRStide 40 µg/ml 
Kinase: 1 µg/ml 

• Filter binding assay 
MSFC membrane (Millipore) 
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CDK7/CycH/MAT1 
 
Product No.: 0366-0360-4 
 

GST-CDK7 Recombinant Fusion Protein Amino Acid Sequence 
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MSPILGYWKI KGLVQPTRLL LEYLEEKYEE HLYERDEGDK WRNKKFELGL EFPNLPYYID 

GDVKLTQSMA IIRYIADKHN MLGGCPKERA EISMLEGAVL DIRYGVSRIA YSKDFETLKV 

DFLSKLPEML KMFEDRLCHK TYLNGDHVTH PDFMLYDALD VVLYMDPMCL DAFPKLVCFK 

KRIEAIPQID KYLKSSKYIA WPLQGWQATF GGGDHPPKSD PMGHHHHHHG RRRASVAAGI 

LVPRGSPGLD GIYARGIQAS MALDVKSRAK RYEKLDFLGE GQFATVYKAR DKNTNQIVAI 

KKIKLGHRSE AKDGINRTAL REIKLLQELS HPNIIGLLDA FGHKSNISLV FDFMETDLEV 

IIKDNSLVLT PSHIKAYMLM TLQGLEYLHQ HWILHRDLKP NNLLLDENGV LKLADFGLAK 

SFGSPNRAYT HQVVTRWYRA PELLFGARMY GVGVDMWAVG CILAELLLRV PFLPGDSDLD 

QLTRIFETLG TPTEEQWPDM CSLPDYVTFK SFPGIPLHHI FSAAGDDLLD LIQGLFLFNP 

CARITATQAL KMKYFSNRPG PTPGCQLPRP NCPVETLKEQ SNPALAIKRK RTEALEQGGL 

PKKLIF 
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1-218: GST   Red: HIS6-tag   Pink: Thrombin cleavage site   blue: CDK7 

 
 

CDK7 wt1 Amino Acid Sequence  
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MALDVKSRAK RYEKLDFLGE GQFATVYKAR DKNTNQIVAI KKIKLGHRSE AKDGINRTAL 

REIKLLQELS HPNIIGLLDA FGHKSNISLV FDFMETDLEV IIKDNSLVLT PSHIKAYMLM 

TLQGLEYLHQ HWILHRDLKP NNLLLDENGV LKLADFGLAK SFGSPNRAYT HQVVTRWYRA 

PELLFGARMY GVGVDMWAVG CILAELLLRV PFLPGDSDLD QLTRIFETLG TPTEEQWPDM 

CSLPDYVTFK SFPGIPLHHI FSAAGDDLLD LIQGLFLFNP CARITATQAL KMKYFSNRPG 

PTPGCQLPRP NCPVETLKEQ SNPALAIKRK RTEALEQGGL PKKLIF 
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blue: CDK7 sequence expressed in recombinant protein 
 

1NCBI/Protein accession number NP_001790.1 

 
 

CycH Recombinant Fusion Protein Amino Acid Sequence 
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MSPIDPMGHH HHHHGRRRAS VAAGILVPRG SPGLDGIYAR GIQASMYHNS SQKRHWTFSS 

EEQLARLRAD ANRKFRCKAV ANGKVLPNDP VFLEPHEEMT LCKYYEKRLL EFCSVFKPAM 

PRSVVGTACM YFKRFYLNNS VMEYHPRIIM LTCAFLACKV DEFNVSSPQF VGNLRESPLG 

QEKALEQILE YELLLIQQLN FHLIVHNPYR PFEGFLIDLK TRYPILENPE ILRKTADDFL 

NRIALTDAYL LYTPSQIALT AILSSASRAG ITMESYLSES LMLKENRTCL SQLLDIMKSM 

RNLVKKYEPP RSEEVAVLKQ KLERCHSAEL ALNVITKKRK GYEDDDYVSK KSKHEEEEWT 

DDDLVESL 

60 

120 

180 

240 

300 

360 

420 

1-218: GST   Red: HIS6-tag   Pink: Thrombin cleavage site   blue: CycH 

 
 

CycH wt1 Amino Acid Sequence  
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MYHNSSQKRH WTFSSEEQLA RLRADANRKF RCKAVANGKV LPNDPVFLEP HEEMTLCKYY 

EKRLLEFCSV FKPAMPRSVV GTACMYFKRF YLNNSVMEYH PRIIMLTCAF LACKVDEFNV 

SSPQFVGNLR ESPLGQEKAL EQILEYELLL IQQLNFHLIV HNPYRPFEGF LIDLKTRYPI 

LENPEILRKT ADDFLNRIAL TDAYLLYTPS QIALTAILSS ASRAGITMES YLSESLMLKE 

NRTCLSQLLD IMKSMRNLVK KYEPPRSEEV AVLKQKLERC HSAELALNVI TKKRKGYEDD 

DYVSKKSKHE EEEWTDDDLV ESL 
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blue: CycH sequence expressed in recombinant protein 
 

1NCBI/Protein accession number NP_001230.1 
HGNC identifier #COFACTOR#: CCNH 
 

http://www.proqinase.com/
https://www.ncbi.nlm.nih.gov/protein/
https://www.ncbi.nlm.nih.gov/protein/
https://www.genenames.org/
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MAT1 Recombinant Fusion Protein Amino Acid Sequence 
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MSPIDPMGHH HHHHGRRRAS VAAGILVPRG SPGLDGIYAR GIQASMDDQG CPRCKTTKYR 

NPSLKLMVNV CGHTLCESCV DLLFVRGAGN CPECGTPLRK SNFRVQLFED PTVDKEVEIR 

KKVLKIYNKR EEDFPSLREY NDFLEEVEEI VFNLTNNVDL DNTKKKMEIY QKENKDVIQK 

NKLKLTREQE ELEEALEVER QENEQRRLFI QKEEQLQQIL KRKNKQAFLD ELESSDLPVA 

LLLAQHKDRS TQLEMQLEKP KPVKPVTFST GIKMGQHISL APIHKLEEAL YEYQPLQIET 

YGPHVPELEM LGRLGYLNHV RAASPQDLAG GYTSSLACHR ALQDAFSGLF WQPS 
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1-218: GST   Red: HIS6-tag   Pink: Thrombin cleavage site   blue: MAT1 

 
 

MAT1 wt1 Amino Acid Sequence  
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MDDQGCPRCK TTKYRNPSLK LMVNVCGHTL CESCVDLLFV RGAGNCPECG TPLRKSNFRV 

QLFEDPTVDK EVEIRKKVLK IYNKREEDFP SLREYNDFLE EVEEIVFNLT NNVDLDNTKK 

KMEIYQKENK DVIQKNKLKL TREQEELEEA LEVERQENEQ RRLFIQKEEQ LQQILKRKNK 

QAFLDELESS DLPVALLLAQ HKDRSTQLEM QLEKPKPVKP VTFSTGIKMG QHISLAPIHK 

LEEALYEYQP LQIETYGPHV PELEMLGRLG YLNHVRAASP QDLAGGYTSS LACHRALQDA 

FSGLFWQPS 
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blue: MAT1 sequence expressed in recombinant protein 
 

1NCBI/Protein accession number NP_002422.1 
HGNC identifier #COFACTOR#: MNAT1 
 

http://www.proqinase.com/
https://www.ncbi.nlm.nih.gov/protein/
https://www.genenames.org/

