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Certificate of Analysis 

 
TTBK1 aa1-1321 
tau tubulin kinase1 
 
Recombinant Human Active Protein Kinase 
 
HGNC Symbol: TTBK1 
 
Synonyms: BDTK 
 
Product No.: 1358-0000-1 
 
Lot: 004 
 
Description: Human TTBK1, full length, amino acids 
M1-R1321 (as in NCBI/Protein entry NP_115927.1), 
untagged, expressed in Sf9 insect cells 
 
Product identity: TTBK1 Lot 004, was confirmed as 
TTBK1 by mass spectroscopy LC-ESI-MS/MS 
 
Theoretical MWFusion Protein: 142,891 Da 
 
Expression host: Sf9 insect cells 
 
Purification: GST-Affinity Chromatography 
 
Activation: This kinase was not activated by special 
procedures 
 
Storage buffer: 50 mM HEPES pH 7.5,  
100 mM NaCl, 5 mM DTT, 20 % glycerol 
 
Storage temperature: -80°C 
For complete recovery, mix well and spin before use. Product must not be stored in diluted 
solutions, aliquots below 10µl are not advisable. Avoid repeated freeze-thaw cycles! 

 
Protein concentration: 0.139 µg/µl 
(Bradford method using BSA [Sigma, cat# A-7638, Lot 79H7641] 
as standard protein) 

 
Biochemical Parameters: 
Specific kinase activity (Pi transfer): 14 pmol/µg × min 
ATP-KM: 1 µM 

TTBK1 Lot 004: 
Coomassie stain 
 

 
*Unusual running behaviour, with a proteolytic by-product of approx. 100 kDa 
previously described: Sato et al; "Tau-tubulin kinase 1 (TTBK1), a neuron-
specific tau kinase candidate, is involved in tau phosphorylation and 
aggregation." J Neurochem. 2006 Sep;98(5):1573-84 

 
TTBK1 Lot 004: 
Determination of Vmax and KM value for ATP 

 
Determination of KM value & Specific activity: 
• Assay conditions: 

60 mM HEPES-NaOH, pH 7.5 
3 mM MgCl2 
3 mM MnCl2 
3 µM Na-orthovanadate 
1.2 mM DTT 
50 µg / ml PEG20.000  
ATP (variable) 
Substrate: RBER-GSK3, 40 µg/ml 
TTBK1: 1 µg/ml 

• Filter binding assay 
MSFC membrane (Millipore) 

 
Additional assay technology:  
TTBK1 Lot 004 was also successfully tested by ProQinase for the use with the ADP-GloTM Kinase assay from Promega 
ADP-Glo assay conditions may vary from radiometric assay conditions, please inquire for assay details  
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TTBK1 aa1-1321 
 
Product No.: 1358-0000-1 
 

GST-TTBK1 Recombinant Fusion Protein Amino Acid Sequence 
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GPMQCLAAAL KDETNMSGGG EQADILPANY VVKDRWKVLK KIGGGGFGEI YEAMDLLTRE 

NVALKVESAQ QPKQVLKMEV AVLKKLQGKD HVCRFIGCGR NEKFNYVVMQ LQGRNLADLR 

RSQPRGTFTL STTLRLGKQI LESIEAIHSV GFLHRDIKPS NFAMGRLPST YRKCYMLDFG 

LARQYTNTTG DVRPPRNVAG FRGTVRYASV NAHKNREMGR HDDLWSLFYM LVEFAVGQLP 

WRKIKDKEQV GMIKEKYEHR MLLKHMPSEF HLFLDHIASL DYFTKPDYQL IMSVFENSMK 

ERGIAENEAF DWEKAGTDAL LSTSTSTPPQ QNTRQTAAMF GVVNVTPVPG DLLRENTEDV 

LQGEHLSDQE NAPPILPGRP SEGLGPSPHL VPHPGGPEAE VWEETDVNRN KLRINIGKSP 

CVEEEQSRGM GVPSSPVRAP PDSPTTPVRS LRYRRVNSPE SERLSTADGR VELPERRSRM 

DLPGSPSRQA CSSQPAQMLS VDTGHADRQA SGRMDVSASV EQEALSNAFR SVPLAEEEDF 

DSKEWVIIDK ETELKDFPPG AEPSTSGTTD EEPEELRPLP EEGEERRRLG AEPTVRPRGR 

SMQALAEEDL QHLPPQPLPP QLSQGDGRSE TSQPPTPGSP SHSPLHSGPR PRRRESDPTG 

PQRQVFSVAP PFEVNGLPRA VPLSLPYQDF KRDLSDYRER ARLLNRVRRV GFSHMLLTTP 

QVPLAPVQPQ ANGKEEEEEE EEDEEEEEED EEEEEEEEEE EEEEEEEEEE EEEAAAAVAL 

GEVLGPRSGS SSEGSERSTD RSQEGAPSTL LADDQKESRG RASMADGDLE PEEGSKTLVL 

VSPGDMKKSP VTAELAPDPD LGTLAALTPQ HERPQPTGSQ LDVSEPGTLS SVLKSEPKPP 

GPGAGLGAGT VTTGVGGVAV TSSPFTKVER TFVHIAEKTH LNVMSSGGQA LRSEEFSAGG 

ELGLELASDG GAVEEGARAP LENGLALSGL NGAEIEGSAL SGAPRETPSE MATNSLPNGP 

ALADGPAPVS PLEPSPEKVA TISPRRHAMP GSRPRSRIPV LLSEEDTGSE PSGSLSAKER 

WSKRARPQQD LARLVMEKRQ GRLLLRLASG ASSSSSEEQR RASETLSGTG SEEDTPASEP 

AAALPRKSGR AAATRSRIPR PIGLRMPMPV AAQQPASRSH GAAPALDTAI TSRLQLQTPP 

GSATAADLRP KQPPGRGLGP GRAQAGARPP APRSPRLPAS TSAARNASAS PRSQSLSRRE 

SPSPSHQARP GVPPPRGVPP ARAQPDGTPS PGGSKKGPRG KLQAQRATTK GRAGGAEGRA 
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1-2: legacy from tag-cleavage   blue: TTBK1 

 
 

TTBK1 wt1 Amino Acid Sequence  
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MQCLAAALKD ETNMSGGGEQ ADILPANYVV KDRWKVLKKI GGGGFGEIYE AMDLLTRENV  

ALKVESAQQP KQVLKMEVAV LKKLQGKDHV CRFIGCGRNE KFNYVVMQLQ GRNLADLRRS  

QPRGTFTLST TLRLGKQILE SIEAIHSVGF LHRDIKPSNF AMGRLPSTYR KCYMLDFGLA  

RQYTNTTGDV RPPRNVAGFR GTVRYASVNA HKNREMGRHD DLWSLFYMLV EFAVGQLPWR  

KIKDKEQVGM IKEKYEHRML LKHMPSEFHL FLDHIASLDY FTKPDYQLIM SVFENSMKER  

GIAENEAFDW EKAGTDALLS TSTSTPPQQN TRQTAAMFGV VNVTPVPGDL LRENTEDVLQ  

GEHLSDQENA PPILPGRPSE GLGPSPHLVP HPGGPEAEVW EETDVNRNKL RINIGKSPCV  

EEEQSRGMGV PSSPVRAPPD SPTTPVRSLR YRRVNSPESE RLSTADGRVE LPERRSRMDL  

PGSPSRQACS SQPAQMLSVD TGHADRQASG RMDVSASVEQ EALSNAFRSV PLAEEEDFDS  

KEWVIIDKET ELKDFPPGAE PSTSGTTDEE PEELRPLPEE GEERRRLGAE PTVRPRGRSM  

QALAEEDLQH LPPQPLPPQL SQGDGRSETS QPPTPGSPSH SPLHSGPRPR RRESDPTGPQ  

RQVFSVAPPF EVNGLPRAVP LSLPYQDFKR DLSDYRERAR LLNRVRRVGF SHMLLTTPQV  

PLAPVQPQAN GKEEEEEEEE DEEEEEEDEE EEEEEEEEEE EEEEEEEEEE EAAAAVALGE  

VLGPRSGSSS EGSERSTDRS QEGAPSTLLA DDQKESRGRA SMADGDLEPE EGSKTLVLVS  

PGDMKKSPVT AELAPDPDLG TLAALTPQHE RPQPTGSQLD VSEPGTLSSV LKSEPKPPGP  

GAGLGAGTVT TGVGGVAVTS SPFTKVERTF VHIAEKTHLN VMSSGGQALR SEEFSAGGEL  

GLELASDGGA VEEGARAPLE NGLALSGLNG AEIEGSALSG APRETPSEMA TNSLPNGPAL  

ADGPAPVSPL EPSPEKVATI SPRRHAMPGS RPRSRIPVLL SEEDTGSEPS GSLSAKERWS  

KRARPQQDLA RLVMEKRQGR LLLRLASGAS SSSSEEQRRA SETLSGTGSE EDTPASEPAA  

ALPRKSGRAA ATRSRIPRPI GLRMPMPVAA QQPASRSHGA APALDTAITS RLQLQTPPGS  

ATAADLRPKQ PPGRGLGPGR AQAGARPPAP RSPRLPASTS AARNASASPR SQSLSRRESP  

SPSHQARPGV PPPRGVPPAR AQPDGTPSPG GSKKGPRGKL QAQRATTKGR AGGAEGRAGA  
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blue: kinase sequence expressed in recombinant protein 
 

1NCBI/Protein accession number NP_115927.1 

http://www.proqinase.com/
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